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Towards a new (H)ERA: Developments to strengthen
Infectious diseases survelllance and pandemic preparedness

A. Van Laerl e D. Van Cauterenl e R. Brondeell « K. Blot! « H. Masset 1« Members of the HERA-BE-WGS initiative*

1. Service of Epidemiology of Infectious Diseases, Sciensano °

Introduction Collecting data in a central way

In order to achieve pandemic  Within the Be-HERA infrastructure, separate databases and platforms ensure secure data
preparedness, a high capacity and gathering and processing.

Interoperable infrastructure Is crucial. Central NRC platform Healthdata.be
Furthermore, the advent of Whole A _genomicsh prockessin_g . Nom?natidve data fthroug?} ° SDeeg/l?:C;réeslat?Q?mdeployed a
- - environment that takes in restricted access for eac
C_;enome _Seql_Jencmg (WGS) m_ the genomic data and technical National Reference Centre
field of microbiology allows for higher metadata. (NRC) * Pseudonymized and
microbial subtyping. In combination | | | centralized data management
h o | fast q Automatic processing + Use for NRC competencies and analysis platform (HD-
WI_ _Conv_en lona €S _mg an pipeline for the relevant and mandates such as DWH,) providing clinical and
epidemiological data Integrated pathogens and database  linkage of genomic data to epidemiological data
genomic-epidemiological analyses creation of harmonized metadata for cluster _cor_nblned with  genomic
genomic Indicators. analysis and outbreak Indicator data. Non-
can be performed. Therefore, we detection.  virulence  and nominative data  through
designed Be-HERA as an No collection of nominative or  resistance  profiles  and restricted access.
: : | lological data vaccine escape
overarching architecture ~ to  epidemiolog p . |
_ * Facilitated reporting on the
strengthen  the  surveillance  of . Expert validation within the ~ epidemiological situation of
INnfectious diseases. NRC platform. infectious diseases to various

stakeholders at a national
and international level.

The Be-HERA Infrastructure

Data providers Data processing and storage Data reporting

Figure 1. An overview of the Be-HERA
architecture with its different components.
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pseudonymized data warehouse that can be
used for data reporting and research.
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Other data sources
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Advantages for public health actors

Data Is collected and distributed near real time

_ for their commitment and contribution to
ﬁﬁi" build this Infrastructure. Please consult the
rred  website for more information
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é-- a4 Harmonized and automated bioinformatics pipelines available

Qe The project has been funded by Sciensano, and by funding

8@ Monitoring of antimicrobial resistance profiles predicted through genomics from the EU4Health programme (EU4H): EU4H-2022-
DGA-MS-IBA-01-02.
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69 Clinical/Epidemiological and Genomic data can be linked and analyzed together

Automated uploading (system to system) and large data files possible

Q Timely and sensitive variant/outbreak detection
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Improved outbreak management and investigation by enhanced data availability
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